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Table 1 Laboratory findings
Hematology Biochemistry Tumor markers
WBC 9,760 /uL TP 74¢g/dL CEA 20ng/mL
Neutro 68.2 % Alb 351g/dL CYFRA 33ng/mL
Lympho 20.2 % BUN 19.6 mg/dL ProGRP  828pg/mL
Eosino 1.6 % Cre 1.89mg/dL
Mono 9.7 % AST 17U/L
Hb 164 g/dL ALT 10U/L
Plt 20.3x 10" /uL LDH 195U/L
ALP 244U/L
Serology v-GTP 56U/L
CRP 1.13mg/dL Glu 119mg/dL
HbAlc 6.5 %
Coagulation Na 140 mmol/L
PT % 86.6 % K 4.6 mmol/L
PT-INR 1.08 Cl 103 mmol/L
APTT 274 sec Ca 99mg/dL

Fig. 1

A mass on the right side of the back.

Fig. 2 Contrast-enhanced CT. (a) A nonuniformly con-
trasting tumor on the right side of the back. (b) Right
axillary lymphadenopathy . (a, b) Multiple nodules in
the pleura.

MR EZ RO Lo 7z,

MR ARARR - 45T SRR O A WoR FALAR L, hematoxylin-

eosin (HE) Heft CEIBRAMNL % 728, Gt T TTE-1
B X U'Napsin A Bk, cytokeratin 78 X OFCEA & Btk
Th Y MiBEIC X 2B L% 27z (Fig 3). RT-PCRik
TROSIBEBIZTHETH Y, EGFR T H AR,

Fig. 3 The pathological image of back tumor biopsy
with signet ring cells [hematoxylin-eosin (HE) staining].
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Fig. 4 The pathological image of a surgical specimen
14 years ago with mucinous cribriform pattern (HE
staining).
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A case of lung adenocarcinoma in which the ROS7 fusion gene was detected
in a lobectomy specimen stored for 14 years
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Crizotinib was approved for ROSI fusion gene-positive non-small cell lung cancer, and a ROSI fusion gene

detection kit based on the reverse transcription-polymerase chain reaction (RT-PCR) method was approved to

detect the ROSI fusion gene. It is recommended that a fresh specimen be used because the RNA present in the

analysis sample often degrades when stored over a longer period.

A 70-year-old man who underwent right upper lobectomy for lung adenocarcinoma 14 years previously was

referred to us for detailed examination of a mass on the right side of the back. Biopsies of the tumor confirmed a

diagnosis of metastatic KOS fusion gene-positive non-small cell lung cancer, and a lung cancer surgical specimen

collected 14 years earlier was revealed to be OSI fusion gene-positive. We report a case in which an existing le-

sion confirmed late recurrence of lung adenocarcinoma for which he had received surgery many years earlier.



